Recently, assumptions about equal language complexity have been challenged (e.g. Our analyses reveal that, when all languages are taken into account, many (little though significative) patterns concerning phonological and non-phonological data emerge. Examples include correlations between the size of consonant and vowel inventories (Spearman's ρ: 0.12, p < .00001), size of the segment inventory and mean word length (Spearman's ρ: -0.309, p < .00001), population size (Spearman's ρ: 0.331, p < .00001) or latitude (Spearman's ρ: 0.195, p < .00001). Conspicuously, when linguistic family is included as a variable, we find no homogeneous picture: some families follow the general correlations, whereas others do not or even go against it. This strong dependency of the patterns with genealogy is even present in the statistical distributions of phonological repertoires, which leads to general cross-linguistic distributions with non-trivial (i.e., parametric) structure. We explore the consequences these results have for our understanding of the explanatory role correlations have, and the time scales in which phonological change occurs.
As a corollary, we discuss the connections between rarity (i.e., cross-linguistic frequency) and complexity and the evidence from cognitive sciences in this direction. Finally, we move into unexplored territory and present results of cross-linguistic statistical aspects of distinctive features.
